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Abstract
cAMP is a second messenger that is essential for relaying hormonal re-
sponses in many biological processes. The discovery of the cAMP target
Epac explained various effects of cAMP that could not be attributed to the
established targets PKA and cyclic nucleotide–gated ion channels. Epac1
and Epac2 function as guanine nucleotide exchange factors for the small
G protein Rap. cAMP analogs that selectively activate Epac have helped to
reveal a role for Epac in processes ranging from insulin secretion to car-
diac contraction and vascular permeability. Advances in the understanding
of the activation mechanism of Epac and its regulation by diverse anchoring
mechanisms have helped to elucidate the means by which cAMP fulfills these
functions via Epac.
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Cyclic AMP (cAMP):
3′-5′-cyclic adenosine
monophosphate

Adenylate cyclase:
enzyme that catalyzes
the synthesis of cAMP
from ATP

PKA: protein kinase A

Epac: exchange
protein directly
activated by cAMP

Small G protein:
protein typically 20 to
25 kDa in size that
cycles between an
inactive GDP-bound
state and an active
GTP-bound state

GEF: guanine
nucleotide exchange
factor

GAP: GTPase-
activating protein

Rho family: family of
small G proteins,
including Rho, Rac,
and Cdc42; essential in
the regulation of actin
reorganization

INTRODUCTION

Hormones allow for communication between distant cells, which is essential for the homeostasis
of multicellular organisms. Occupation of the hormonal receptor on the target cell is translated
into intracellular signaling that results in the desired response, which is often initiated by second
messengers. A great number of hormone receptors are linked to the production of the second
messenger cyclic AMP (cAMP) via the activation of membrane-tethered adenylate cyclases. cAMP
signaling mediates a wide range of cellular responses involved in the regulation of processes such as
cardiac contraction, insulin secretion, and neurotransmitter release. Initially, the effects of cAMP
were solely attributed to activation of protein kinase A (PKA) and cAMP-gated ion channels,
but the contribution of the alternative cAMP target Epac (exchange protein directly activated by
cAMP, also known as cAMP-GEF) has become more and more appreciated. Epac was identified in
a database screen conducted to explain the PKA-independent activation of the small G protein Rap
by cAMP (1). Independently, a screen for proteins containing cyclic nucleotide–binding (CNB)
domains revealed the presence of mRNA for both Epac proteins, Epac1 and Epac2, which are
enriched in the striatum (2). Another protein highly homologous to Epac with activity toward
Rap, known as Repac, has been identified; however, this protein lacks a cAMP-binding domain
(3). Epac1 and Epac2 are present in most tissues, albeit with different expression levels. Epac1 is
highly abundant in blood vessels, kidney, adipose tissue, central nervous system, ovary, and uterus,
whereas Epac2 is mostly expressed in the central nervous system, adrenal gland, and pancreas
(1, 2, 4).

Epac proteins function as guanine nucleotide exchange factors (GEFs) for both Rap1 and Rap2
(3). Rap belongs to the Ras family of small G proteins, which cycle between an inactive guanosine
diphosphate (GDP)-bound state and an active guanosine triphosphate (GTP)-bound state. GEFs
catalyze the exchange of GDP for the more abundant GTP and thereby the activation of the
G protein, whereas GTPase-activating proteins (GAPs) enhance GTP hydrolysis. In addition to
Epac, several other GEFs for Rap, which are all differentially regulated, have been identified.
These GEFs connect different inputs to Rap activation and are linked to distinct functions of
Rap. Rap1 was originally identified as a suppressor of Ras-induced transformation, and on the
basis of its similarity in effector-binding region, it was proposed to compete with Ras for the same
downstream proteins (5). We now know that Rap functions mostly independently of Ras, and
knockout models for different Rap isoforms and their GEFs established that Rap signaling is pivotal
for cell adhesion and cell-cell junction formation (6–11). Various effector proteins, including
adaptor proteins implicated in modulation of the actin cytoskeleton, regulators of G proteins of the
Rho family, and phospholipases (reviewed in Reference 12), relay signaling downstream from Rap.

MECHANISM OF Epac ACTIVATION

Epac1 and Epac2 are multidomain proteins (Figure 1a) containing an N-terminal regulatory
region that has one (Epac1) or two (Epac2) CNB domains and a DEP (Dishevelled, Egl-10,
and Pleckstrin) domain. The C-terminal catalytic region harbors the CDC25-homology domain
(CDC25-HD) for exchange activity, which is stabilized by a Ras exchange motif (REM) domain.
Present between these domains is a Ras-association (RA) domain. In vitro experiments with the
separate regions revealed an autoinhibitory function of the regulatory region that is relieved by
binding of cAMP (3). The N-terminal CNB domain of Epac2 (CNB-A) binds cAMP with relatively
low affinity and is dispensable for autoinhibition (3, 13); however, it may serve a modulatory role.
Crystal structure analysis of the inactive Epac2 and active Epac2 proteins in complex with a cAMP
analog and Rap1 revealed in atomic detail the mechanism of autoinhibition and activation of
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Figure 1
Mechanism of Epac activation by cyclic AMP (cAMP). (a) Domain architecture of the Epac proteins. The
regulatory region contains one or two CNB (cyclic nucleotide–binding) domains and a DEP (Disheveled,
Egl-10, and Pleckstrin) domain. The catalytical region harbors the enzymatically active CDC25-homology
domain (CDC25-HD) that is stabilized by the Ras exchange motif (REM) domain, with a Ras-association
(RA) domain between the two. (b) The crystal structure of inactive Epac2 and active Epac2 in complex with
Rap1B and the cyclic nucleotide. For simplicity, only the catalytic region and the CNB-B domain (indicated
with a dotted line in panel a) are shown. In the inactive conformation, the CNB-B domain sterically hinders
binding of Rap to the CDC25-HD, which is relieved by a conformational change induced by binding of cAMP.

Epac (Figure 1b) (13, 14). In the inactive conformation, the CNB domains sterically hinder Rap
binding to the catalytic site. An ionic interaction between the C-terminal CNB (CNB-B) domain
and residues in the CDC25-HD that are critical for Rap binding stabilizes this conformation.
Upon binding of cAMP, a subtle change within the CNB-B domain allows the regulatory region
to move away to the back side of the catalytic region. This position is stabilized by interactions
among cAMP, the CNB-B domain, and the REM domain. No significant differences between the
conformation of the CDC25-HD in the active and inactive conformations were found, supporting
the idea that cAMP regulates the activity of Epac by lifting an autoinhibition, rather than by
inducing an allosteric change in the Rap-binding site.

8-pCPT-2′-O-Me-cAMP: AN Epac-SELECTIVE AGONIST

cAMP is generated by hormonally regulated adenylate cyclases at the plasma membrane and
by soluble adenylate cyclases, and it can subsequently be degraded by phosphodiesterase

www.annualreviews.org • Epac 357

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



ANRV401-PA50-14 ARI 3 December 2009 15:54

8-pCPT-2'-O-Me-cAMP

N

N

NH2

N

N

O

O

O

P

O

O OCH3

ClS

Figure 2
Chemical structure of the Epac-selective cyclic AMP (cAMP) analog 8-pCPT-2′-O-Me-cAMP (007). The
proton of the 2′OH group of the ribose of cAMP has been replaced with a methyl (-CH3) group, and the
proton at the 8′ position of the base has been replaced with a 4-chlorophenylthio (pCPT) group
(modifications are indictated in red) to mediate specificity for Epac proteins and increase affinity for Epac1.

PDE:
phosphodiesterase

007: 8-pCPT-2′-O-
Me-cAMP

(PDE) enzymes. Several compounds are available to modulate intracellular cAMP levels. Most
commonly used are (a) forskolin, a natural compound from the Indian medical plant Coleus forskohlii
that directly activates adenylate cyclases, and (b) a variety of inhibitors of PDE enzymes. In ad-
dition, several membrane-permeable cAMP analogs that nonspecifically target cAMP effectors,
some of which are PDE insensitive, have been generated (see Reference 15). During the develop-
ment of Epac-selective analogs it was noted that Epac proteins lack the glutamate that, in PKA
and cAMP-gated ion channels, interacts with the 2′OH group of the ribose of cAMP. Analogs in
which the 2′OH group has been replaced with 2′O-Me selectively interact with Epac1 and Epac2
(16). The addition of pCPT (4-chlorophenylthio) or related groups at the 8′ position of the base
further increases affinity. As a consequence, 8-pCPT-2′-O-Me-cAMP (Figure 2), also known as
007, is more than tenfold as efficient as cAMP in activating Epac1 in vitro (Kd is 2.9 μM for 007
versus 45 μM for cAMP) (17). Furthermore, 007 results in a threefold-higher maximum activity
of Epac1, making this analog a so-called superagonist for Epac1 (17). To resolve the relatively low
membrane permeability of this compound, an AM (acetoxymethyl) -ester was introduced to mask
the negatively charged phosphate group (18). This modification allowed exceptional cell perme-
ability and is intracellularly removed by esterases to generate 007 (18). Although 007 is rather
resistant to PDE action, it can bind and thereby inhibit PDE1, -2, and -6, and thus indirectly in-
crease cAMP and 3′-5′-cyclic guanosine monophosphate (cGMP) levels (15). In addition, cellular
effects induced by metabolites of 007 have been described (19). Therefore, it remains essential to
prove that any effect of 007 is not due to the activation of targets other than Epac. Currently, no
inhibitors for Epac proteins are available. The ARF-GEF inhibitor brefeldin A was shown to be
an inhibitor of Epac function (20), but evidence that it directly attenuates Epac activity is lacking.

SPATIAL REGULATION OF Epac

Although cAMP can rapidly diffuse within the cytosol, cAMP-elevating hormones do not induce
homogenous increases of cAMP within the cell. Instead, cAMP becomes unevenly distributed
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AKAP: A-kinase
anchoring protein

Integrin:
transmembrane
receptor that mediates
adhesion of cells to the
extracellular matrix
and to one another

and concentrated in local microdomains (reviewed in Reference 21). At the foundation of this
compartmentalization are various PDEs, which are confined to specific subcellular compartments.
These PDEs mediate local cAMP degradation and the generation of cAMP gradients in the cell. In
addition to the compartmentalization of cAMP, the cAMP effectors are also spatially regulated by
binding to scaffolding proteins, as has been extensively studied for PKA (22). A-kinase anchoring
proteins (AKAPs) target PKA to distinct subcellular locations and mediate the assembly of large
signaling complexes, thereby linking PKA to specific cellular functions. Similarly, Epac proteins
are spatially regulated by different anchoring mechanisms, which often discriminate between
Epac1 and Epac2.

In response to the cAMP-induced conformational change, Epac1 is targeted to the plasma
membrane via its DEP domain (23). This is essential for its ability to induce Rap activation at the
plasma membrane and for efficient integrin-mediated cell adhesion (23). Interestingly, activation of
Epac1 in Rat1a cells predominantly activates Rap1 at the perinuclear region due to high RapGAP
activity at the plasma membrane (24). This illustrates that not only GEFs but also GAPs mediate
the spatial regulation of Rap activity. Epac2 binds via its RA domain to activated Ras proteins, inde-
pendently of its conformational state, and is thereby targeted to the plasma membrane (25, 26). An
alternative membrane targeting sequence resides within the N-terminus of Epac2; this sequence is
absent in an adrenal gland–specific Epac2 isoform (27). Both mechanisms of membrane targeting
of Epac2 have been associated with Rap-mediated processes at the plasma membrane (25–27).

Several other subcellular localizations of Epac1 that may link Epac1 to specific cellular processes
have been described. Epac1 is present within the nucleus (23, 28), and nuclear Epac1 was found to
regulate the DNA damage–responsive kinase DNA-PK (29). Epac1 is also targeted to microtubules
in both interphase and mitotic cells (28, 30). This targeting may be mediated either by direct
interactions with tubulin or by the microtubule-associated protein MAP1 (31, 32) and is probably
required for the role of Epac in microtubule polymerization (30, 31). Other reported localizations
of Epac1 that may be associated with distinct functions include centrosomes (28, 33), the nuclear
pore complex (34), mitochondria (28), macrophagic phagosomes (33), and the apical membrane
of renal epithelial cells (35, 36).

BIOLOGICAL FUNCTIONS OF Epac

The major catalytic function of Epac is the guanine nucleotide exchange of Rap1 and Rap2,
and Epac thus controls the Rap-mediated processes downstream of cAMP. The Epac-selective
cAMP analog 007 has helped to reveal a role for Epac and Rap in a wide range of biological
processes, ranging from exocytosis of insulin in the beta cells of the pancreas to the regulation
of calcium channels in cardiomyocytes and permeability of the vascular endothelium. Most of
these processes are also modulated by signaling via the cAMP target PKA, demonstrating the
interconnectivity between both cAMP pathways. Although it has not yet been employed in all
studies, Epac protein depletion has confirmed the importance of Epac in these processes and has
allowed for discrimination between Epac1 and Epac2. The mechanism of action of Epac and Rap
and the downstream pathways are now beginning to be unraveled, as discussed further below.

Cardiac Function of Epac

For many years, cAMP has been known to be a critical regulator of heart function via both PKA
and cAMP-gated ion channels. Dependent on the duration of signaling, cAMP can either induce
acute alterations in cardiac contraction by modifying Ca2+ homeostasis or induce hypertrophy of
the cardiomyocytes and eventually cardiac dysfunction (37).
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Ca2+-induced Ca2+
release (CICR):
cellular process in
which intracellular
calcium mediates its
own release from
intracellular stores by
binding to inositol
1,4,5-trisphosphate
(IP3) and
ryanodine-sensitive
receptors on the
sarcoplasmic and
endoplasmic reticula

Beta-adrenergic
receptor (βAR):
transmembrane
receptor that, upon the
binding of hormonal
ligands, activates Gαs
and subsequently
adenylate cyclases

PLCε: member of the
phospholipase C
family that is activated
by Rap and mediates
the hydrolysis of
phosphatidylinositol-
4,5-bisphosphate into
the second messengers
inositol 1,4,5-
trisphosphate and
diacylglycerol. In
addition, this protein
contains a CDC25-
homology domain

Adherens junction:
cell junction that is
linked to the actin
cytoskeleton and
mediates cell-cell
adhesion via
transmembrane
cadherin molecules

During cardiac contraction (Figure 3), depolarization of the cardiomyocyte membrane results
in activation of Ca2+ channels (ICa), which mediates an inward Ca2+ current that triggers the
release of Ca2+ from the sarcoplasmic reticulum (SR). This Ca2+-induced Ca2+ release (CICR)
allows activation of actin myofilament proteins and thereby contraction of the cardiomyocyte.
Dissociation of Ca2+ from the contractile machinery and clearance of Ca2+ from the cytosol
result in the subsequent relaxation of the cell. The strength of cardiac contraction depends on
both the amplitude and the duration of the Ca2+ transient and can be further regulated through
modification of the sensitivity of the myofilaments to Ca2+ (38).

Activation of the beta-adrenergic receptor (βAR) mediates both potentiation of the developed
contraction and accelerated relaxation of the cardiomyocytes, thereby affecting contractility and
heart rate (37). This has mainly been attributed to the cAMP effector PKA, whose downstream
targets include ICa; the SR Ca2+ release pump Ryr2; myofilament proteins; and phospholamban,
an inhibitor of Ca2+ reuptake in the SR. Thereby, PKA signaling results in the increased release
and accelerated reuptake of Ca2+.

The initial indication for a role of Epac in βAR-mediated regulation of excitation-contraction
coupling came from mice depleted of the Rap-effector phospholipase C epsilon (PLCε). These
mice displayed decreased enhancement of electrically evoked Ca2+ transients and decreased left
ventricular–developed pressure in response to βAR stimulation (39). Indeed, activation of Epac
in murine ventricular myocytes resulted in an increase in amplitude of electrically evoked Ca2+

transients in a Rap- and PLCε-dependent manner (40). Together with PKA, Epac mediated
the complete effect of βAR stimulation on CICR (40). PLCε requires phosphatidylinositol 4,5-
bisphosphate (PIP2)-hydrolytic activity for this effect on Ca2+ downstream of Epac and Rap, and
it transduces its effects via protein kinase C epsilon (PKCε) and its substrate calcium/calmodulin-
dependent protein kinase II (CaMKII) (Figure 3) (41). Accordingly, 007 stimulation of ventricular
cardiomyocytes results in an increased phosphorylation of the CaMKII substrates Ryr2 and phos-
pholamban (41, 42).

Numerous reports support a role for Epac in cardiac Ca2+ regulation, showing that Epac mainly
acts on Ca2+ release from the SR via Ryr2 while leaving Ca2+ influx via ICa and Ca2+ clearance
unaltered (40–43). However, the outcome of Ryr2 activation by Epac is unclear, as inhibition of
Ca2+ release from the SR in response to Epac activation has also been demonstrated (42). This
inhibition is explained by an increase in spontaneous Ca2+ leakage from the SR, which leads
to depletion of this pool of Ca2+ (42). Further studies confirm the effect of Epac activation on
spontaneous Ca2+ oscillations but show no alterations in the amplitude of electrically evoked Ca2+

transients by Epac (43, 44). Although Epac clearly participates in the regulation of Ca2+ release
in the cardiomyocyte, the actual consequence of this participation requires further verification.

cAMP also affects heart contraction by enhancing the function of gap junctions, which mediate
gating of ions and small molecules between cardiomyocytes and thus the coordinated excitation
of the heart. The predominant gap junction protein in cardiomyocytes, connexin-43, is cooper-
atively regulated by PKA and Epac1. Whereas PKA increases the gating function of connexin-
43-composed gap junctions, Epac1-Rap1 signaling enhances the accumulation of connexin-43 at
cell-cell contacts (45). This may depend on the upregulation of N-cadherin at cell-cell contacts
by Epac1 signaling, as the presence of adherens junctions is a prerequisite for the formation of
gap junctions (45).

In contrast to the beneficial effects on heart function by acute βAR stimulation, prolonged βAR
signaling in cultured cardiac myocytes and in animal models results in hypertrophy, which can
progress into heart failure (37). Accordingly, failing hearts often show alterations in βAR expression
and in levels of receptor agonists in the circulation (37). It remains unclear whether such alterations
contribute to the pathogenesis of heart failure or reflect a compensatory mechanism.
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Figure 3
Proposed cardiac functions of Epac. Epac signaling can potentiate the contraction of cardiomyocytes (top)
and induce cardiomyocyte hypertrophy (bottom). The role of Epac in excitation-contraction coupling
involves the activation of the Rap effector phospholipase C epsilon (PLCε) and the downstream kinases
protein kinase C epsilon (PKCε) and calcium/calmodulin-dependent protein kinase II (CaMKII). Epac
signaling results in activation of the CaMKII substrate Ryr2 and thereby controls Ca2+-induced Ca2+
release (CICR) from the sarcoplasmic reticulum. The CaMKII substrate phospholamban (PLB), which
inhibits Ca2+ reuptake into the sarcoplasmic reticulum by sarco-/endoplasmic reticulum Ca2+-ATPase
(SERCA), is also phosphorylated upon Epac activation, although the effects of Epac on Ca2+ reuptake have
not yet been demonstrated. Cardiac hypertrophy induced by Epac signaling may be independent of Rap and
has been linked to the Ca2+-dependent activation of Rac and the activation of H-Ras, which result in
activation of the Ca2+-sensitive kinase CaMKII and phosphatase calcineurin. Epac1 is also part of a protein
complex at the nuclear envelope that comprises muscle-specific A-kinase activating protein (mAKAP),
protein kinase A (PKA), and phosphodiesterase 4D3 (PDE4D3). Activation of Epac in this complex results in
Rap-dependent inhibition of extracellular signal–regulated kinase 5 (ERK5) and thereby relief of an
inhibiting phosphorylation on PDE4D3 and inhibition of hypertrophic signaling via leukemia-induced
factor (LIF). Abbreviations: MEK5, mitogen-activated protein/extracellular signal-regulated protein kinase
kinase 5; MEKK, MEK kinase; T-tubule, transverse tubule.
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Signaling via Epac1 contributes to the induction of hypertrophy by βAR stimulation (Figure 3).
Prolonged 007 stimulation induces alterations in cell morphology and gene expression character-
istic of cardiomyocyte hypertrophy, which requires the Ca2+-dependent phosphatase calcineurin
and CaMKII (44, 46). Importantly, knockdown of Epac1 in neonatal rat ventricular myocytes
impairs the induction of hypertrophic markers in response to βAR stimulation (46). Furthermore,
Epac1 expression is upregulated in animal models of left ventricular hypertrophy and in the human
failing heart, supporting a role for Epac1 in the progression of heart failure (46, 47).

Conversely, Epac1 may also have inhibitory effects on cardiac hypertrophy, as Epac1 activation
inhibits cytokine-induced hypertrophy in neonatal cardiomyocytes (48). This inhibition involves
the recruitment of Epac1 to a nuclear envelope–localized muscle-specific A-kinase activating pro-
tein (mAKAP) complex, which also harbors PKA, PDE4D, and extracellular signal–regulated
kinase 5 (ERK5) (Figure 3) (48). Inhibition of ERK5 activity by Epac1-induced Rap activation
enhances PDE4D-mediated cAMP degradation and negatively affects hypertrophic effects down-
stream of this kinase (48). Other proteins associated with mAKAP include the downstream Epac
target Ryr2 (49), which potentially renders the mAKAP complex a broader platform for Epac1
signaling in cardiac cells.

Epac in Insulin Secretion

Glucose, the primary signal for insulin secretion by pancreatic beta cells (Figure 4), can be po-
tentiated by cAMP signaling via the cooperative actions of PKA and Epac. Metabolism of glucose
results in an influx of Ca2+ via voltage-dependent Ca2+-channels, which triggers the release of a
primed pool of insulin granules docked at the plasma membrane. This first phase of insulin secre-
tion is followed by the mobilization of additional insulin granules, mediating a sustained second
phase of insulin release (50).

Glucose and other nutrients also mediate the release of GLP-1 (glucagon-like peptide 1) and
GIP (gastric inhibitory polypeptide) from gastrointestinal cells. These hormones act on receptors
on the beta cell linked to cAMP production, which potentiates the glucose-induced secretion of
insulin (51). Knockdown and dominant-negative approaches have shown that Epac2, the main
Epac isoform expressed in beta cells (52), is required for the full action of GLP-1/GIP on insulin
exocytosis (53, 54). Furthermore, specific activation of Epac by 007 induces exocytosis in human
beta cells, which requires the presence of glucose (55, 56). In particular, Epac stimulation increases
the number of exocytic sites on the plasma membrane of the beta cell (57). Primary cells from
Epac2 knockout mice revealed that Epac2-Rap1 signaling plays an essential role in the potentiation
of the first phase of insulin granule release, probably by controlling granule density near the plasma
membrane (58).

Part of Epac2’s role in the potentiation of insulin secretion is mediated by its effects on Ca2+

signaling. GLP-1 receptor stimulation results in a glucose-dependent increase in intracellular
calcium levels in beta cell lines and primary cultures that is partially dependent on Epac2 (54,
55, 59). Similarly, 007 treatment of beta cells induces transient increases of Ca2+ associated with
exocytosis (55, 56). Such increases may be mediated by direct effects of Epac2 on the function of
KATP channels, as the Epac-selective agonist 007 inhibits the activity of these channels (60), and
Epac directly interacts with the regulatory subunit of this channel, SUR1 (sulfonylurea receptor
1) (61). CICR from the endoplasmic reticulum also contributes to insulin secretion, and GLP-1
mediates CICR in beta cells in an Epac2-dependent manner (54, 55). Because the Epac agonist 007
fails to elevate inositol phosphate (IP) levels in beta cells and the Epac-mediated rise in intracellular
Ca2+ and insulin secretion is inhibited by ryanodine but not by inhibitors of the IP3 receptor, Epac
probably targets the Ryr channel on the ER of the beta cell (54, 55, 62). As a consequence of this
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Figure 4
Proposed functions of Epac2 in insulin secretion. Glucose induces exocytosis of insulin by increasing the cytosolic ATP/ADP ratio and
the subsequent closure of ATP-sensitive K+ channels (KATP channels). This process results in membrane depolarization and opening of
voltage-dependent Ca2+ channels (VDCCs), which trigger the release of insulin granules docked at the plasma membrane. Peptide
hormones, such as glucagon-like peptide 1 (GLP-1), increase cAMP levels and thereby potentiate insulin secretion via the combined
action of PKA and Epac2. Epac2 participates in several ways: by inhibiting KATP channels; by activating the ryanodine-sensitive Ca2+
channel, Ryr2, that is involved in Ca2+-induced Ca2+ release (CICR) from the endoplasmic reticulum; and by recruiting insulin
granules to the plasma membrane. The Epac2 interaction partners Sur1, Rim2, and Piccolo are implicated in this process. Rim2 and
Piccolo also interact with the VDCC (interaction not shown), and SUR1 may also localize at the insulin granule membrane.
Abbreviations: AC, adenylate cyclase; IP3R, inositol 1,4,5-trisphosphate receptor.

increased mobilization of Ca2+ from intracellular stores, Epac2 may also indirectly induce the
closure of KATP channels by increasing ATP production in the mitochondria (59).

Epac2 associates with various components of the beta cell exocytic machinery and may thereby
regulate vesicle docking and fusion independently of its effects on intracellular Ca2+. Epac directly
binds to Rim2, an effector of Rab3 that localizes to the cytosolic face of insulin granules and the
VDCCs (61, 63). Disruption of the interaction between Epac and Rim2 inhibits cAMP-induced
exocytosis in beta cells (53). Similarly, Epac2 binding to the Rim-related protein Piccolo, which
can form heterodimers with Rim2 in a Ca2+-dependent fashion, is required for this effect (64).
Furthermore, the Epac-interaction partner SUR1 is essential for the PKA-independent effect of
cAMP on exocytosis (65). SUR1’s interaction with Epac may affect not only KATP channel function
but also Cl− influx into insulin granules involved in acidification and therefore priming of the
granule (65). Recently, it has been reported that sulfonylureas, which potentiate insulin release by
binding to SUR1, may also directly activate Epac2, although this needs to be confirmed with in
vitro experiments (66). In conclusion, numerous Epac-interacting proteins have been implicated
in the Epac2-mediated potentiation of insulin secretion, but how these proteins link Epac2 to its
downstream effects requires further study.
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Neuronal Function of Epac

The mechanism of neurotransmitter release at the neuronal synapse, in response to action
potential–induced Ca2+ influx, bears a strong resemblance to that of insulin secretion. Both Epac1
and Epac2 are expressed in most parts of the nervous system (2), and numerous neurohormones
modulate the release of synaptic vesicles by elevation of cAMP, in part via the action of Epac. An
initial indication for this function of Epac came from a study on gamma-aminobutyric acid (GABA)
receptor signaling (67). GABA inhibits synaptic transmission via reduction of cAMP levels, an ef-
fect that is counteracted by 007 (67). Further studies in the calyx of Held, hippocampal neurons,
and the neuromuscular junction confirmed that Epac activation potentiates the excitation-induced
postsynaptic current (20, 68–70). Similarly, Epac enhances exocytosis in neuroendocrine cells such
as melanotrophs (71).

Expanding its role in neurotransmitter release, Epac activation also produces long-lasting
effects on synaptic transmission that underlie synaptic plasticity and thus learning and memory
(20, 68, 72, 73). Indeed, stimulation with 007 shows beneficial effects on memory functions in
fear-conditioning experiments in mice (74, 75). Additional studies in mice revealed that Epac
augments sensitivity to mechanical pain stimuli by sensitizing pain receptors (76–78). This feature
is linked to the activation of PKCε and the downstream purinergic receptor P2X3 in dorsal root
ganglion neurons, which are involved in transduction of the pain signal (77, 78). The role of
Epac in augmenting the pain response may be pronounced in inflammation, during which Epac1
expression and signaling are upregulated in the dorsal root ganglions (78).

Together with PKA, Epac also contributes to the regulation of neuronal differentiation, neurite
outgrowth, and axon regeneration, implicating a role for Epac in the development and mainte-
nance of the nervous system (79–83). Furthermore, via activation of Rac, Epac-Rap signaling
enhances alpha-secretase activity and therefore secretion of soluble amyloid precursor protein
alpha (APPα), which harbors neurotrophic activities and memory-enhancing effects (84, 85). Fi-
nally, Epac takes part in the regulation of the circadian cycle downstream of oscillating cAMP
levels in the suprachiasmatic nuclei (SCN) of the hypothalamus, and 007 activates circadian gene
expression synchronously in individual SCN cells (86).

Vascular Function of Epac

The vascular endothelium constitutes the inner lining of blood vessels, thereby forming a bar-
rier that controls the exchange of solutes, macromolecules, and cells between the blood and the
surrounding tissues (87). Extravasation occurs by transport both through and between the cells.
Extravasation between the cells is regulated by cell-cell junctions, which comprise both tight junc-
tions and adherens junctions. The latter are formed by homophilic interactions between trans-
cellular cadherin molecules that are linked to the underlying actin cytoskeleton (87). Permeability
of the endothelial barrier is essential for extravasation of leukocytes during inflammation, although
extensive endothelial leakage may result in pathologies such as edema and chronic inflammation
(88). It has been well established that hormonal signaling via cAMP strengthens the barrier and
can thereby counteract the increased permeability elicited by inflammatory mediators. This cAMP
effect has been linked to the inhibition of actin dynamics and actin-myosin-based contractility by
PKA, in part via its effects on G proteins of the Rho family (89).

Genetic studies in Drosophila have revealed a role for Rap1 in the regulation of cell-cell adhesion
(7). Clones of mutant Rap1 wing cells display nonuniformal distribution of junctional proteins,
and mutant cells disperse into the surrounding wild-type tissue (7). In mammalian epithelial cells,
inhibition of Rap activity prevents the recruitment of E-cadherin to newly formed cell-cell contacts
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(90) and suppresses E-cadherin mediated adhesion (91). Conversely, activation of Rap antagonizes
the disruption of adherens junctions during cellular transformation (91).

Indeed, signaling to Rap via Epac1, the main Epac isoform expressed in vascular endothelial
cells (30, 92), contributes to the effects of cAMP-elevating hormones on endothelial function. 007
stimulation reduces permeability of cultured vascular endothelial cells, as measured by fluores-
cent dextran leakage and transendothelial electrical resistance, in an Epac1- and Rap-dependent
manner (92–95). Similarly, the enhanced permeability induced by inflammatory mediators such as
thrombin is counteracted by Epac1 activation (92, 93). Concurrently, activation of Epac results in
accumulation of junctional proteins at cell-cell contacts, increased VE-cadherin-dependent cell ad-
hesion, and linearization of cell-cell junctions (92–95). Consequently, Epac affects transendothelial
cell migration, although this effect has been shown only for differentiated HL60 cells (95) and was
not observed with neutrophils (93). The role of Epac1 in the regulation of vascular permeability
was confirmed in vivo, as administration of 007 inhibits vascular endothelial growth factor–induced
dye leakage from murine dermal blood vessels (94). Similarly, 007 counteracts VE-cadherin redis-
tribution and hyperpermeability in response to platelet-activating factor in perfused rat mesentery
microvessels (96).

The actin cytoskeleton, which is connected to the junctional adhesion molecules and allows for
the generation of contractile force, is crucial for the regulation of the integrity of the endothelium
(97). Actin rearrangements may underlie the effects of Epac1 on barrier function, as actin depoly-
merization by cytochalasin D blocks the effect of Epac activation on VE-cadherin-mediated cell
adhesion and permeability (30, 94). Furthermore, Epac1-Rap signaling induces the accumulation
of polymerized actin at the cell-cell contacts (92–94). The enrichment of cortical actin by 007
persists in the absence of cell-cell contacts, implying that Epac1 directly mediates actin remod-
eling (92, 93). This may require signaling to G proteins of the Rho family, as cAMP-elevating
hormones activate Rac in an Epac1-dependent manner, and both Rac and its GEFs Tiam1 and
Vav2 are required for cAMP-induced actin rearrangements and barrier strengthening (98, 99).
Indeed, stimulation of endothelial cells with 007 results in increased Rac1 activity and enrichment
of this G protein at cell-cell contacts (100). Although 007 does not affect basal RhoA activity,
thrombin-induced RhoA activation is attenuated by Epac1, which may contribute to the opposing
action of Epac1 on thrombin-induced permeability (93, 98). Recently, Krit1 (Krev1 interaction
trapped gene 1, also known as CCM1), a protein linked to vascular abnormalities because of its
association with cerebral cavernous malformations (101) and vascular phenotype of knockout an-
imal models (102–106), was implicated in the regulation of barrier function downstream of Epac1
and Rap (107). Krit1 was identified as a direct interactor of active Rap1A (108), and Rap1 activity
enhances the binding of Krit1 to adherens junction proteins such as beta catenin (107). Reduction
of Krit1 levels in endothelial cells results in actin rearrangements, disruption of beta catenin at the
cell-cell junctions, and decreased barrier function (107). Importantly, Krit1 depletion completely
abolishes the inhibitory effect of 007 on thrombin-induced hyperpermeability (107).

The endothelial barrier and its regulation by Epac1 also depend on the integrity of the micro-
tubule network, which functionally interacts with the actin cytoskeleton (30, 109). 007-induced
actin remodeling and elevation of transendothelial resistance are blocked by inhibition of mi-
crotubule polymerization, whereas they are enhanced by the microtubule-stabilizing agent taxol
(30). Epac has been implicated in microtubule polymerization in vitro (31), and exogenous Epac1
localizes to the microtubule network in endothelial cells (30). Indeed, 007 induces the elongation
of microtubules toward the cell periphery in these cells, independently of the presence of cell-cell
junctions and downstream Rap activation (30). These findings suggest that Rap-independent ef-
fects on microtubule dynamics may contribute to the role of Epac1 in endothelium permeability,
potentially by mediating the delivery of junctional or Rap effector proteins.
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PGE2: prostaglandin
E2

Epac1 signaling may also control intracellular responses in the vascular endothelium inde-
pendently of its effect on endothelial permeability. For example, Epac1 inhibits activation of the
JAK-STAT pathway by interleukin-6 receptor signaling in endothelial cells via upregulation of
suppressor of cytokine signaling 3 (SOCS3) expression (110). In addition, Epac1 interconnects
with PKA in vascular remodeling, as it enhances extracellular matrix adhesion and migration of
endothelial and vascular smooth muscle cells (111–113). Finally, 007 induces secretion of von
Willebrand factor–containing Weibel-Palade bodies, which may further contribute to the regu-
lation of vasculature homeostasis by Epac1 (114).

Epac in Inflammation

In addition to affecting the vascular endothelium, cAMP signaling also directly controls inflamma-
tion by regulating the immune response of leukocytes. Most leukocytes express the Epac1 protein
(115), which links part of the cAMP signal to the inflammatory response.

Phagocytic cells participate in innate immunity by phagocytosis of the pathogen and its subse-
quent killing, in part via increased phagosomal production of reactive oxygen species. Furthermore,
these cells secrete a variety of inflammatory mediators. Prostaglandin E2 (PGE2), a lipid metabo-
lite generated at sites of inflammation, negatively regulates these processes by increasing cAMP
levels in phagocytes (116). The contribution of PKA and Epac downstream of cAMP in the in-
hibition of phagocyte activation varies among the different leukocytes. In alveolar macrophages,
Epac1 inhibits FcγR-mediated phagocytosis, which may involve inhibition of PTEN activity,
whereas the PKA-selective cAMP analog 6-Bnz-cAMP has no effect (117, 118). In contrast, in
peripheral blood monocytes only PKA is involved (119), whereas in microglia and peritoneal
macrophages both cAMP effectors attenuate myelin phagocytosis (120). In liver macrophages,
specific Epac1 activation also suppresses the pathogen-induced production of reactive oxygen
species, in which PKA activity has no role (121). This control of the respiratory burst and bacte-
rial killing is mediated by both cAMP effectors, or solely by PKA, in alveolar macrophages and
circulating monocytes, respectively (119, 122). This function of Epac1 may require its physical
association with the phagosomes (as shown in alveolar macrophages), which is enhanced by PGE2
stimulation (33). Finally, although initial studies only implicated PKA in the cAMP-induced at-
tenuation of chemokine production (117), Epac1 activation does modulate the pathogen-induced
production of numerous inflammatory mediators in various leukocytes (122–126).

Epac1 may also function as a proinflammatory mediator by enhancing leukocyte adhesion and
migration. At the site of inflammation, chemokines trigger the binding of circulating leukocytes to
the endothelium, followed by their migration across the endothelium and to the site of infection.
A role for Rap1 in integrin-mediated cell adhesion has been established in numerous cell lines
including lymphocytes (reviewed in Reference 127), and Rap1 activity is essential for chemokine-
induced lymphocyte adhesion, polarization, and transmigration (128, 129). Activation of Epac1
in the monocytic cell line U937 results in beta 1 integrin activation and adhesion to both the
extracellular matrix component fibronectin and the vascular endothelium (115). In addition, 007
enhances polarization and directed migration of U937 cells (115), supporting a role for Epac1 in
the regulation of leukocyte recruitment.

Renal Function of Epac

Epac1 is highly expressed throughout the various segments of the kidney tubules (1, 2, 36, 130).
Although a polyclonal antibody directed against Epac2 also showed staining along the rat kidney
epithelium (36), the specificity of this antibody requires further verification, as this observation
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seems to contradict evidence of Epac2 mRNA expression in adult human and mice kidney (2, 47).
In the renal epithelium, Epac1 is enriched at the brush border membrane (35, 36), which is medi-
ated by binding to the actin-linking protein Ezrin ( J. Zhao and J.L. Bos, unpublished results). Its
localization at the brush borders suggests a role for Epac1 in cAMP-mediated regulation of apical
processes, such as ion and water absorption. Indeed, in the opossum and murine proximal tubule,
activation of both PKA and Epac results in downregulation of Na+/H+ exchanger 3 (NHE3) activ-
ity (35, 131). Na+/H+ exchanger regulatory factor 1 (NHERF1) knockout mice revealed that this
effect of 007 on renal NHE3 activity requires the presence of the adaptor protein NHERF1, which
recruits Ezrin to NHE3 (131). Although the Epac1 protein is present in the intestinal ileum, the
cAMP-mediated regulation of NHE3 in these cells is solely mediated by PKA, demonstrating that
cAMP utilizes different signaling pathways to regulate ion transport in different tissues (131, 132).

In the cortical collecting duct, diverse intermingled cell types regulate the reabsorption of ions
and water in response to cAMP elevation. Distinct hormones mediate this cAMP increase in the
different cells and act on the beta-adrenergic, calcitonin, or vasopressin receptor. Epac1 activation
was shown to be responsible for the calcitonin-induced stimulation of H,K-ATPase activity in the
alpha-intercalated cells of the rat renal collecting duct (130). In contrast, H,K-ATPase activation
in response to βAR stimulation in the beta-intercalated cells is completely PKA dependent (130).
Finally, 007 stimulation mimics vasopressin-induced intracellular Ca2+ mobilization and, thus,
apical exocytosis of the water channel aquaporin-2 in isolated rat inner medullary collecting ducts
(133). The role of Epac in the regulation of membrane channels extends from its function in the
renal epithelium, as Epac affects the activity of sodium channels in lung epithelium (134), Ca2+

and Cl− channels in hepatocytes (135), and K+ and Ca2+ channels in pancreatic beta cells and
cardiomyocytes.

CONCLUDING REMARKS AND FUTURE DIRECTIONS

Since their discovery in 1998, Epac proteins have been implicated in many cAMP-regulated
processes, ranging from insulin secretion to cardiac contraction and vascular permeability. The
Epac-selective cAMP analog 007 (16) contributed to the recognition of many of these functions,
but in some cases further verification may be required to confirm that the observed effects are
indeed mediated by Epac. Conversely, due to the limited membrane permeability of 007, some
functions of Epac may have been overlooked and may be demonstrated with the improved Epac
agonist 007-AM (18).

In addition to identifying and describing Epac’s biological functions, attaining a complete
understanding of its temporal and spatial regulation remains a challenge. Doing so will offer an
explanation for the various functions that Epac may fulfill even within the context of a single cell. It
is likely that in this regard Epac resembles PKA, whose multiple cellular functions are regulated by
its spatial environment established by distinct anchoring mechanisms. The multidomain structure
of Epac indicates that it may have multiple binding partners, and indeed numerous interacting
proteins have been described for both Epac1 and Epac2. Alternative splicing may further add to
the complexity of the spatial regulation of Epac, and tissue-specific Epac2 splice variants that are
differentially localized have been described (27).

Rap1 and Rap2 relay most of the effects downstream of Epac, although Rap-independent
effects have been reported as well (30, 46, 136). In order for us to fully understand the mechanism
of Epac-dependent cAMP signaling, it will be crucial to identify the effector proteins that link
Epac and Rap to downstream biological effects. Some of the previously identified Rap effectors
are clearly implicated in Epac-mediated effects. For instance, PLCε is essential in the Epac-
mediated regulation of intracellular Ca2+ in cardiomyocytes (40), as is Krit1 in the regulation of
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the endothelial barrier function (107). Frequently, multiple downstream proteins are implicated
in the same processes, indicating that Epac and Rap may activate several distinct pathways to
coordinate one process.

Another major challenge lies in understanding the interconnectivity of Epac with other signal-
ing pathways, which may include diverse feedback mechanisms. Most notable is the link between
Epac and PKA. Both cAMP targets are often associated with the same biological process, in which
they fulfill either opposite or synergistic effects. The interaction between the two signaling path-
ways has been studied in detail in cardiomyocytes, where Epac1 and PKA are targeted to the same
molecular complex (48). This dual control may enhance the dynamic range of cAMP signaling,
as PKA-mediated events are proposed to occur at much lower cAMP levels than the activation of
Epac (137).

Finally, the role of Epac in disease is an important aspect of study. Increased levels of Epac1
expression have been observed in the brains of Alzheimer patients and in cardiac tissue of indi-
viduals with failing hearts (46, 138). It is unclear whether Epac contributes to the pathogenesis
of these diseases, and beneficial effects of 007 on memory function in mice (74) instead suggest a
compensatory role of Epac in Alzheimer disease. 007 has been further applied to mice to inhibit
vessel leakage (94), implying that Epac1-selective agonists may be useful in the treatment of dis-
eases with extensive vascular leakage such as septic shock and chronic inflammation. In addition,
the role of Epac in integrin-mediated cell adhesion has been exploited to enhance homing of
endothelial precursor cells to ischemic tissue and thereby to promote neovascularization (139).
Similarly, induction of Epac-mediated cell adhesion by selective agonists may prove to be useful
in inhibiting tumor metastasis. Finally, considering its role in insulin secretion, Epac2 selective
agonists may be helpful in the treatment of diabetes.

SUMMARY POINTS

1. Epac1 and Epac2 are GEFs for the Rap small G proteins and are directly activated by
cAMP.

2. In the autoinhibited state, binding of Rap to the catalytic region of Epac is sterically
hindered by the regulatory region, which is released upon cAMP binding.

3. Compartmentalization of cAMP and of the Epac proteins underlies the spatial regulation
of Epac signaling.

4. Replacement of the 2′OH group of the cAMP ribose, which interacts with a glutamate
that is conserved in PKA and cAMP-gated ion channels but is absent in Epac, results in
cAMP analogs that selectively target Epac.

5. Epac-selective cAMP analogs have helped to reveal cAMP-regulated processes that are
mediated via the action of Epac. These include cardiac contraction, insulin secretion,
and vascular permeability.

6. In most of these processes, Epac interconnects with signaling via PKA. Both cAMP
effectors can also be targeted to the same molecular complex.

FUTURE ISSUES

1. The role of Epac in physiological processes and perhaps in pathogenesis must be further
elucidated, and Epac should be validated as a therapeutic target.
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2. Further investigation of the different anchoring mechanisms of Epac, their joined regu-
lation, and their contribution to specific cellular effects is needed.

3. The previously identified downstream proteins should be verified, and the Rap effector
proteins and Rap-independent pathways that link Epac to its biological functions should
be further identified.

4. The interconnectivity between Epac and other signaling pathways, in particular with the
other cAMP target PKA, must be elucidated.
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44. First study to
describe a role for Epac
in intracellular calcium
handling and
hypertrophy in
cardiomyocytes.

44. Morel E, Marcantoni A, Gastineau M, Birkedal R, Rochais F, et al. 2005. cAMP-binding protein
Epac induces cardiomyocyte hypertrophy. Circ. Res. 97:1296–304

45. Somekawa S, Fukuhara S, Nakaoka Y, Fujita H, Saito Y, Mochizuki N. 2005. Enhanced functional
gap junction neoformation by protein kinase A—dependent and Epac-dependent signals downstream of
cAMP in cardiac myocytes. Circ. Res. 97:655–62

46. Metrich M, Lucas A, Gastineau M, Samuel JL, Heymes C, et al. 2008. Epac mediates β-adrenergic
receptor–induced cardiomyocyte hypertrophy. Circ. Res. 102:959–65

47. Ulucan C, Wang X, Baljinnyam E, Bai Y, Okumura S, et al. 2007. Developmental changes in gene
expression of Epac and its upregulation in myocardial hypertrophy. Am. J. Physiol. Heart Circ. Physiol.
293:H1662–72

48. Demonstrates in
molecular detail the
interconnectivity of
signaling via Epac1 and
PKA in cardiomyocytes.

48. Dodge-Kafka KL, Soughayer J, Pare GC, Carlisle Michel JJ, Langeberg LK, et al. 2005. The
protein kinase A anchoring protein mAKAP coordinates two integrated cAMP effector pathways.
Nature 437:574–78

49. Kapiloff MS, Jackson N, Airhart N. 2001. mAKAP and the ryanodine receptor are part of a multi-
component signaling complex on the cardiomyocyte nuclear envelope. J. Cell Sci. 114:3167–76

50. Barg S, Lindqvist A, Obermuller S. 2008. Granule docking and cargo release in pancreatic β-cells.
Biochem. Soc. Trans. 36:294–99

51. Doyle ME, Egan JM. 2007. Mechanisms of action of glucagon-like peptide 1 in the pancreas. Pharmacol.
Ther. 113:546–93

52. Leech CA, Holz GG, Chepurny O, Habener JF. 2000. Expression of cAMP-regulated guanine nucleotide
exchange factors in pancreatic β-cells. Biochem. Biophys. Res. Commun. 278:44–47

53. Kashima Y, Miki T, Shibasaki T, Ozaki N, Miyazaki M, et al. 2001. Critical role of cAMP-GEFII-Rim2
complex in incretin-potentiated insulin secretion. J. Biol. Chem. 276:46046–53

54. Kang G, Chepurny OG, Holz GG. 2001. cAMP-regulated guanine nucleotide exchange factor II (Epac2)
mediates Ca2+-induced Ca2+ release in INS-1 pancreatic β-cells. J. Physiol. 536:375–85

55. Kang G, Joseph JW, Chepurny OG, Monaco M, Wheeler MB, et al. 2003. Epac-selective cAMP analog
8-pCPT-2′-O-Me-cAMP as a stimulus for Ca2+-induced Ca2+ release and exocytosis in pancreatic
β-cells. J. Biol. Chem. 278:8279–85

56. Hashiguchi H, Nakazaki M, Koriyama N, Fukudome M, Aso K, Tei C. 2006. Cyclic AMP/cAMP-GEF
pathway amplifies insulin exocytosis induced by Ca2+ and ATP in rat islet β-cells. Diabetes Metab. Res.
Rev. 22:64–71

57. Kwan EP, Gao X, Leung YM, Gaisano HY. 2007. Activation of exchange protein directly activated by
cyclic adenosine monophosphate and protein kinase A regulate common and distinct steps in promoting
plasma membrane exocytic and granule-to-granule fusions in rat islet β cells. Pancreas 35:e45–54

www.annualreviews.org • Epac 371

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



ANRV401-PA50-14 ARI 3 December 2009 15:54

58. Makes use of
primary cultured
pancreatic beta cells
from Epac2 knockout
mice to confirm the
importance of Epac2 in
the potentiation of
insulin secretion.

58. Shibasaki T, Takahashi H, Miki T, Sunaga Y, Matsumura K, et al. 2007. Essential role of
Epac2/Rap1 signaling in regulation of insulin granule dynamics by cAMP. Proc. Natl. Acad. Sci.

USA 104:19333–38
59. Tsuboi T, da Silva Xavier G, Holz GG, Jouaville LS, Thomas AP, Rutter GA. 2003. Glucagon-like

peptide-1 mobilizes intracellular Ca2+ and stimulates mitochondrial ATP synthesis in pancreatic MIN6
β-cells. Biochem. J. 369:287–99

60. Kang G, Chepurny OG, Malester B, Rindler MJ, Rehmann H, et al. 2006. cAMP sensor Epac as a
determinant of ATP-sensitive potassium channel activity in human pancreatic β cells and rat INS-1
cells. J. Physiol. 573:595–609

61. First study to show
the involvement of
Epac2 in cAMP-
regulated insulin
secretion.

61. Ozaki N, Shibasaki T, Kashima Y, Miki T, Takahashi K, et al. 2000. cAMP-GEFII is a direct
target of cAMP in regulated exocytosis. Nat. Cell Biol. 2:805–11

62. Kang G, Chepurny OG, Rindler MJ, Collis L, Chepurny Z, et al. 2005. A cAMP and Ca2+ coincidence
detector in support of Ca2+-induced Ca2+ release in mouse pancreatic β cells. J. Physiol. 566:173–88

63. Shibasaki T, Sunaga Y, Fujimoto K, Kashima Y, Seino S. 2004. Interaction of ATP sensor, cAMP
sensor, Ca2+ sensor, and voltage-dependent Ca2+ channel in insulin granule exocytosis. J. Biol. Chem.
279:7956–61

64. Fujimoto K, Shibasaki T, Yokoi N, Kashima Y, Matsumoto M, et al. 2002. Piccolo, a Ca2+ sensor in
pancreatic β-cells. Involvement of cAMP-GEFII.Rim2.Piccolo complex in cAMP-dependent exocytosis.
J. Biol. Chem. 277:50497–502

65. Eliasson L, Ma X, Renstrom E, Barg S, Berggren PO, et al. 2003. SUR1 regulates PKA-independent
cAMP-induced granule priming in mouse pancreatic β-cells. J. Gen. Physiol. 121:181–97

66. Zhang CL, Katoh M, Shibasaki T, Minami K, Sunaga Y, et al. 2009. The cAMP sensor Epac2 is a direct
target of antidiabetic sulfonylurea drugs. Science 325:607

67. Sakaba T, Neher E. 2003. Direct modulation of synaptic vesicle priming by GABA(B) receptor activation
at a glutamatergic synapse. Nature 424:775–78

68. Cheung U, Atwood HL, Zucker RS. 2006. Presynaptic effectors contributing to cAMP-induced synaptic
potentiation in Drosophila. J. Neurobiol. 66:273–80

69. Kaneko M, Takahashi T. 2004. Presynaptic mechanism underlying cAMP-dependent synaptic potenti-
ation. J. Neurosci. 24:5202–8

70. Gekel I, Neher E. 2008. Application of an Epac activator enhances neurotransmitter release at excitatory
central synapses. J. Neurosci. 28:7991–8002

71. Sedej S, Rose T, Rupnik M. 2005. cAMP increases Ca2+-dependent exocytosis through both PKA and
Epac2 in mouse melanotrophs from pituitary tissue slices. J. Physiol. 567:799–813

72. Zhong N, Zucker RS. 2004. Roles of Ca2+, hyperpolarization and cyclic nucleotide-activated channel
activation, and actin in temporal synaptic tagging. J. Neurosci. 24:4205–12

73. Ster J, de Bock F, Bertaso F, Abitbol K, Daniel H, et al. 2009. Epac mediates PACAP-dependent long-
term depression in the hippocampus. J. Physiol. 587:101–13

74. Ouyang M, Zhang L, Zhu JJ, Schwede F, Thomas SA. 2008. Epac signaling is required for hippocampus-
dependent memory retrieval. Proc. Natl. Acad. Sci. USA 105:11993–97

75. Kelly MP, Stein JM, Vecsey CG, Favilla C, Yang X, et al. 2008. Developmental etiology for neu-
roanatomical and cognitive deficits in mice overexpressing Gαs, a G protein subunit genetically linked
to schizophrenia. Mol. Psychiatry 14:398–415

76. Hucho TB, Dina OA, Kuhn J, Levine JD. 2006. Estrogen controls PKCε-dependent mechanical hyper-
algesia through direct action on nociceptive neurons. Eur. J. Neurosci. 24:527–34

77. Hucho TB, Dina OA, Levine JD. 2005. Epac mediates a cAMP-to-PKC signaling in inflammatory pain:
an isolectin B4(+) neuron-specific mechanism. J. Neurosci. 25:6119–26

78. Wang C, Gu Y, Li GW, Huang LY. 2007. A critical role of the cAMP sensor Epac in switching protein
kinase signaling in prostaglandin E2–induced potentiation of P2 X 3 receptor currents in inflamed rats.
J. Physiol. 584:191–203

79. Christensen AE, Selheim F, de Rooij J, Dremier S, Schwede F, et al. 2003. cAMP analog mapping of
Epac1 and cAMP kinase. Discriminating analogs demonstrate that Epac and cAMP kinase act synergis-
tically to promote PC-12 cell neurite extension. J. Biol. Chem. 278:35394–402

372 Gloerich · Bos

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



ANRV401-PA50-14 ARI 3 December 2009 15:54

80. Kiermayer S, Biondi RM, Imig J, Plotz G, Haupenthal J, et al. 2005. Epac activation converts cAMP
from a proliferative into a differentiation signal in PC12 cells. Mol. Biol. Cell 16:5639–48

81. Shi GX, Rehmann H, Andres DA. 2006. A novel cyclic AMP—dependent Epac-Rit signaling pathway
contributes to PACAP38-mediated neuronal differentiation. Mol. Cell Biol. 26:9136–47

82. Lastres-Becker I, Fernandez-Perez A, Cebolla B, Vallejo M. 2008. Pituitary adenylate cyclase–activating
polypeptide stimulates glial fibrillary acidic protein gene expression in cortical precursor cells by acti-
vating Ras and Rap1. Mol. Cell Neurosci. 39:291–301

83. Murray AJ, Shewan DA. 2008. Epac mediates cyclic AMP–dependent axon growth, guidance and regen-
eration. Mol. Cell Neurosci. 38:578–88

84. Maillet M, Robert SJ, Cacquevel M, Gastineau M, Vivien D, et al. 2003. Crosstalk between Rap1 and
Rac regulates secretion of sAPPα. Nat. Cell Biol. 5:633–39

85. Robert S, Maillet M, Morel E, Launay JM, Fischmeister R, et al. 2005. Regulation of the amyloid
precursor protein ectodomain shedding by the 5-HT4 receptor and Epac. FEBS Lett. 579:1136–42

86. O’Neill JS, Maywood ES, Chesham JE, Takahashi JS, Hastings MH. 2008. cAMP-dependent signaling
as a core component of the mammalian circadian pacemaker. Science 320:949–53

87. Dejana E, Orsenigo F, Lampugnani MG. 2008. The role of adherens junctions and VE-cadherin in the
control of vascular permeability. J. Cell Sci. 121:2115–22

88. Mehta D, Malik AB. 2006. Signaling mechanisms regulating endothelial permeability. Physiol. Rev.
86:279–367

89. Yuan SY. 2002. Protein kinase signaling in the modulation of microvascular permeability. Vasc. Pharmacol.
39:213–23

90. Hogan C, Serpente N, Cogram P, Hosking CR, Bialucha CU, et al. 2004. Rap1 regulates the formation
of E-cadherin-based cell-cell contacts. Mol. Cell Biol. 24:6690–700

91. Price LS, Hajdo-Milasinovic A, Zhao J, Zwartkruis FJ, Collard JG, Bos JL. 2004. Rap1 regulates E-
cadherin-mediated cell-cell adhesion. J. Biol. Chem. 279:35127–32

92. Kooistra MR, Corada M, Dejana E, Bos JL. 2005. Epac1 regulates integrity of endothelial cell junctions
through VE-cadherin. FEBS Lett. 579:4966–72

93. Cullere X, Shaw SK, Andersson L, Hirahashi J, Luscinskas FW, Mayadas TN. 2005. Regulation of
vascular endothelial barrier function by Epac, a cAMP-activated exchange factor for Rap GTPase. Blood
105:1950–55

94. Describes a role for
Epac1 in the barrier
function of the vascular
endothelium and makes
use of an Epac-specific
cAMP analog in vivo.

94. Fukuhara S, Sakurai A, Sano H, Yamagishi A, Somekawa S, et al. 2005. Cyclic AMP potentiates
vascular endothelial cadherin–mediated cell-cell contact to enhance endothelial barrier function
through an Epac-Rap1 signaling pathway. Mol. Cell Biol. 25:136–46

95. Wittchen ES, Worthylake RA, Kelly P, Casey PJ, Quilliam LA, Burridge K. 2005. Rap1 GTPase inhibits
leukocyte transmigration by promoting endothelial barrier function. J. Biol. Chem. 280:11675–82

96. Adamson RH, Ly JC, Sarai RK, Lenz JF, Altangerel A, et al. 2008. Epac/Rap1 pathway regulates mi-
crovascular hyperpermeability induced by PAF in rat mesentery. Am. J. Physiol. Heart Circ. Physiol.
294:H1188–96

97. Dudek SM, Garcia JG. 2001. Cytoskeletal regulation of pulmonary vascular permeability. J. Appl. Physiol.
91:1487–500

98. Birukova AA, Zagranichnaya T, Alekseeva E, Bokoch GM, Birukov KG. 2008. Epac/Rap and PKA
are novel mechanisms of ANP-induced Rac-mediated pulmonary endothelial barrier protection. J. Cell
Physiol. 215:715–24

99. Birukova AA, Zagranichnaya T, Fu P, Alekseeva E, Chen W, et al. 2007. Prostaglandins PGE(2) and
PGI(2) promote endothelial barrier enhancement via PKA- and Epac1/Rap1-dependent Rac activation.
Exp. Cell Res. 313:2504–20

100. Baumer Y, Drenckhahn D, Waschke J. 2008. cAMP induced Rac 1–mediated cytoskeletal reorganization
in microvascular endothelium. Histochem. Cell Biol. 129:765–78

101. Dubovsky J, Zabramski JM, Kurth J, Spetzler RF, Rich SS, et al. 1995. A gene responsible for cavernous
malformations of the brain maps to chromosome 7q. Hum. Mol. Genet. 4:453–58

102. Hogan BM, Bussmann J, Wolburg H, Schulte-Merker S. 2008. ccm1 cell autonomously regulates en-
dothelial cellular morphogenesis and vascular tubulogenesis in zebrafish. Hum. Mol. Genet. 17:2424–32

www.annualreviews.org • Epac 373

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



ANRV401-PA50-14 ARI 3 December 2009 15:54

103. Whitehead KJ, Chan AC, Navankasattusas S, Koh W, London NR, et al. 2009. The cerebral cavernous
malformation signaling pathway promotes vascular integrity via Rho GTPases. Nat. Med. 15:177–84

104. Whitehead KJ, Plummer NW, Adams JA, Marchuk DA, Li DY. 2004. Ccm1 is required for arterial
morphogenesis: implications for the etiology of human cavernous malformations. Development 131:1437–
48

105. Kleaveland B, Zheng X, Liu JJ, Blum Y, Tung JJ, et al. 2009. Regulation of cardiovascular development
and integrity by the heart of glass-cerebral cavernous malformation protein pathway. Nat. Med. 15:169–
76

106. Gore AV, Lampugnani MG, Dye L, Dejana E, Weinstein BM. 2008. Combinatorial interaction between
CCM pathway genes precipitates hemorrhagic stroke. Dis. Models Mech. 1:275–81

107. Glading A, Han J, Stockton RA, Ginsberg MH. 2007. KRIT-1/CCM1 is a Rap1 effector that regulates
endothelial cell cell junctions. J. Cell Biol. 179:247–54

108. Serebriiskii I, Estojak J, Sonoda G, Testa JR, Golemis EA. 1997. Association of Krev-1/rap1a with Krit1,
a novel ankyrin repeat–containing protein encoded by a gene mapping to 7q21–22. Oncogene 15:1043–49

109. Birukova AA, Smurova K, Birukov KG, Usatyuk P, Liu F, et al. 2004. Microtubule disassembly induces
cytoskeletal remodeling and lung vascular barrier dysfunction: role of Rho-dependent mechanisms.
J. Cell Physiol. 201:55–70

110. Sands WA, Woolson HD, Milne GR, Rutherford C, Palmer TM. 2006. Exchange protein activated
by cyclic AMP (Epac)-mediated induction of suppressor of cytokine signaling 3 (SOCS-3) in vascular
endothelial cells. Mol. Cell Biol. 26:6333–46

111. Netherton SJ, Sutton JA, Wilson LS, Carter RL, Maurice DH. 2007. Both protein kinase A and exchange
protein activated by cAMP coordinate adhesion of human vascular endothelial cells. Circ. Res. 101:768–76

112. Lorenowicz MJ, Fernandez-Borja M, Kooistra MR, Bos JL, Hordijk PL. 2008. PKA and Epac1 regulate
endothelial integrity and migration through parallel and independent pathways. Eur. J. Cell Biol. 87:779–
92

113. Yokoyama U, Minamisawa S, Quan H, Akaike T, Suzuki S, et al. 2008. Prostaglandin E2–activated
Epac promotes neointimal formation of the rat ductus arteriosus by a process distinct from that of
cAMP-dependent protein kinase A. J. Biol. Chem. 283:28702–9

114. Rondaij MG, Sellink E, Gijzen KA, ten Klooster JP, Hordijk PL, et al. 2004. Small GTP-binding protein
Ral is involved in cAMP-mediated release of von Willebrand factor from endothelial cells. Arterioscler.
Thromb. Vasc. Biol. 24:1315–20

115. Lorenowicz MJ, van Gils J, de Boer M, Hordijk PL, Fernandez-Borja M. 2006. Epac1-Rap1 signaling
regulates monocyte adhesion and chemotaxis. J. Leukoc. Biol. 80:1542–52

116. Hata AN, Breyer RM. 2004. Pharmacology and signaling of prostaglandin receptors: multiple roles in
inflammation and immune modulation. Pharmacol. Ther. 103:147–66

117. Aronoff DM, Canetti C, Serezani CH, Luo M, Peters-Golden M. 2005. Cutting edge: macrophage
inhibition by cyclic AMP (cAMP): differential roles of protein kinase A and exchange protein directly
activated by cAMP-1. J. Immunol. 174:595–99

118. Canetti C, Serezani CH, Atrasz RG, White ES, Aronoff DM, Peters-Golden M. 2007. Activation of
phosphatase and tensin homolog on chromosome 10 mediates the inhibition of FcγR phagocytosis by
prostaglandin E2 in alveolar macrophages. J. Immunol. 179:8350–56

119. Bryn T, Mahic M, Enserink JM, Schwede F, Aandahl EM, Tasken K. 2006. The cyclic AMP-Epac1-Rap1
pathway is dissociated from regulation of effector functions in monocytes but acquires immunoregulatory
function in mature macrophages. J. Immunol. 176:7361–70

120. Makranz C, Cohen G, Reichert F, Kodama T, Rotshenker S. 2006. cAMP cascade (PKA, Epac, adenylyl
cyclase, Gi, and phosphodiesterases) regulates myelin phagocytosis mediated by complement receptor-3
and scavenger receptor-AI/II in microglia and macrophages. Glia 53:441–48

121. Usynin I, Klotz C, Frevert U. 2007. Malaria circumsporozoite protein inhibits the respiratory burst in
Kupffer cells. Cell Microbiol. 9:2610–28

122. Aronoff DM, Carstens JK, Chen GH, Toews GB, Peters-Golden M. 2006. Short communication:
differences between macrophages and dendritic cells in the cyclic AMP-dependent regulation of
lipopolysaccharide-induced cytokine and chemokine synthesis. J. Interferon Cytokine Res. 26:827–33

374 Gloerich · Bos

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



ANRV401-PA50-14 ARI 3 December 2009 15:54

123. Jing H, Yen JH, Ganea D. 2004. A novel signaling pathway mediates the inhibition of CCL3/4 expression
by prostaglandin E2. J. Biol. Chem. 279:55176–86

124. Tan KS, Nackley AG, Satterfield K, Maixner W, Diatchenko L, Flood PM. 2007. β2 adrenergic recep-
tor activation stimulates proinflammatory cytokine production in macrophages via PKA- and NF-κB-
independent mechanisms. Cell Signal. 19:251–60

125. Xu XJ, Reichner JS, Mastrofrancesco B, Henry WL Jr., Albina JE. 2008. Prostaglandin E2 suppresses
lipopolysaccharide-stimulated IFN-β production. J. Immunol. 180:2125–31

126. Scheibner KA, Boodoo S, Collins S, Black KE, Chan-Li Y, et al. 2009. The adenosine a2a receptor
inhibits matrix-induced inflammation in a novel fashion. Am. J. Respir. Cell Mol. Biol. 40:251–59

127. Bos JL. 2005. Linking Rap to cell adhesion. Curr. Opin. Cell Biol. 17:123–28
128. Shimonaka M, Katagiri K, Nakayama T, Fujita N, Tsuruo T, et al. 2003. Rap1 translates chemokine

signals to integrin activation, cell polarization, and motility across vascular endothelium under flow.
J. Cell Biol. 161:417–27

129. Gerard A, Mertens AE, Van Der Kammen RA, Collard JG. 2007. The Par polarity complex regulates
Rap1- and chemokine-induced T cell polarization. J. Cell Biol. 176:863–75

130. Laroche-Joubert N, Marsy S, Michelet S, Imbert-Teboul M, Doucet A. 2002. Protein kinase A–
independent activation of ERK and H,K-ATPase by cAMP in native kidney cells: role of Epac I.
J. Biol. Chem. 277:18598–604

131. Murtazina R, Kovbasnjuk O, Zachos NC, Li X, Chen Y, et al. 2007. Tissue-specific regulation of
sodium/proton exchanger isoform 3 activity in Na(+)/H(+) exchanger regulatory factor 1 (NHERF1)
null mice. cAMP inhibition is differentially dependent on NHERF1 and exchange protein directly
activated by cAMP in ileum versus proximal tubule. J. Biol. Chem. 282:25141–51

132. Broere N, Chen M, Cinar A, Singh AK, Hillesheim J, et al. 2009. Defective jejunal and colonic salt
absorption and altered Na(+)/H(+) exchanger 3 (NHE3) activity in NHE regulatory factor 1 (NHERF1)
adaptor protein–deficient mice. Pflüg. Arch. 457:1079–91

133. Yip KP. 2006. Epac-mediated Ca2+ mobilization and exocytosis in inner medullary collecting duct. Am.
J. Physiol. Renal Physiol. 291:F882–90

134. Helms MN, Chen XJ, Ramosevac S, Eaton DC, Jain L. 2006. Dopamine regulation of amiloride-sensitive
sodium channels in lung cells. Am. J. Physiol. Lung Cell Mol. Physiol. 290:L710–22

135. Aromataris EC, Roberts ML, Barritt GJ, Rychkov GY. 2006. Glucagon activates Ca2+ and Cl− channels
in rat hepatocytes. J. Physiol. 573:611–25

136. Lopez De Jesus M, Stope MB, Oude Weernink PA, Mahlke Y, Borgermann C, et al. 2006. Cyclic AMP–
dependent and Epac-mediated activation of R-Ras by G protein-coupled receptors leads to phospholipase
D stimulation. J. Biol. Chem. 281:21837–47

137. Rehmann H, Prakash B, Wolf E, Rueppel A, de Rooij J, et al. 2003. Structure and regulation of the
cAMP-binding domains of Epac2. Nat. Struct. Biol. 10:26–32

138. McPhee I, Gibson LC, Kewney J, Darroch C, Stevens PA, et al. 2005. Cyclic nucleotide signaling: a
molecular approach to drug discovery for Alzheimer’s disease. Biochem. Soc. Trans. 33:1330–32

139. Demonstrates that
an Epac-selective
agonist enhances
homing of endothelial
precursor cells after
ischemic injury.

139. Carmona G, Chavakis E, Koehl U, Zeiher AM, Dimmeler S. 2008. Activation of Epac stimulates
integrin-dependent homing of progenitor cells. Blood 111:2640–46

RELATED RESOURCES

1. Bos JL, Rehmann H, Wittinghofer A. 2007. GEFs and GAPs: critical elements in the control
of small G proteins. Cell 129:865–77

2. Rehmann H, Wittinghofer A, Bos JL. 2007. Capturing cyclic nucleotides in action: snapshots
from crystallographic studies. Nat. Rev. Mol. Cell Biol. 8:63–73

3. Seino S, Shibasaki T. 2005. PKA-dependent and PKA-independent pathways for cAMP-
regulated exocytosis. Physiol. Rev. 85:1303–42

4. Pannekoek WJ, Kooistra MR, Zwartkruis FJ, Bos JL. 2009. Cell-cell junction formation:
the role of Rap1 and Rap1 guanine nucleotide exchange factors. Biochim. Biophys. Acta
1788:790–96

www.annualreviews.org • Epac 375

A
nn

u.
 R

ev
. P

ha
rm

ac
ol

. T
ox

ic
ol

. 2
01

0.
50

:3
55

-3
75

. 



AR401-FM ARI 3 December 2009 16:33

Annual Review of
Pharmacology and
Toxicology

Volume 50, 2010
Contents

Allosteric Receptors: From Electric Organ to Cognition
Jean-Pierre Changeux � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � 1

Pharmacogenetics of Drug Dependence: Role of Gene Variations in
Susceptibility and Treatment
Jibran Y. Khokhar, Charmaine S. Ferguson, Andy Z.X. Zhu, and Rachel F. Tyndale � � � �39

Close Encounters of the Small Kind: Adverse Effects of Man-Made
Materials Interfacing with the Nano-Cosmos of Biological Systems
Anna A. Shvedova, Valerian E. Kagan, and Bengt Fadeel � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � � �63

GPCR Interacting Proteins (GIPs) in the Nervous System: Roles in
Physiology and Pathologies
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